Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; R factor = 0.046; wR factor = 0.127; data-to-parameter ratio = 19.2.
The title compound, 3-amino-5-methyl-5-(4-pyridyl)imidazolidine-2,4-dione, C 9 H 10 N 4 O 2 , was obtained by reaction of 5methyl-5-(4-pyridyl)hydantoin with hydrazine. It crystallizes as a racemate in the tetragonal space group I4 1 /a with one molecule in the asymmetric unit. The dihedral angle between the pyridine ring and the five-membered hydantoin ring is 47.99 (3) In the crystal structure, molecules are joined in a three-dimensional hydrogen-bonded network by N-HÁ Á ÁN and N-HÁ Á ÁO links.
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3-Amino-5-methyl-5-(4-pyridyl)hydantoin H. Varbanov, R. Buyukliev, A. Bakalova and A. Roller Comment Some hydantoin derivatives are biologically active molecules with anticonvulsive, antiarythmic, antimicrobial, antiviral or cytostatic activitiy (Rajic et al., 2006; Bazil et al., 1998) . 5-Methyl-5-(4-pyridyl)hydantoin was synthesized by Chu (Chu et al. 1958) . This compound was used as starting material for preparation of new 3-amino-5-methyl-5-(4-pyridyl)hydantoin (AMPH). These hydantoin derivatives were utilized as carrier ligands for synthesis of new platinum and palladium complexes with potential cytotoxic activity. (Bakalova et al., 2008 (Bakalova et al., , 2009 ). In the recent work we synthesized AMPH (I) by the method of Davidson (Davidson, 1964) with some modifications. The new compound was characterized by elemental analysis, IR, 1 H and 13 C NMR spectroscopy and molar conductivity. Suitable crystals of AMPH for X-ray diffraction analysis have been isolated and its structure was determined. The result of X-ray diffraction study of 3-amino-5-methyl-5-(4pyridyl)hydantoin is shown in Fig. 1 . The racemic compound crystallizes in the tetragonal space group I4 1 /a with one molecule in the asymmetric unit. The presence of the sp 3 -hybridized chiral carbon atom C1 is responsible for the dihedral angle between the pyridine ring and five-membered C 3 N 2 ring of ca 48°. The sum of the angles around N4 is clearly smaller than 360° (327.0°), indicating its trigonal-pyramidal configuration. The lone-pair region at N4 is directed towards adjacent atom O1. The secondary amine nitrogen N2 acts as a proton donor in an intermolecular bifurcated hydrogen bonding interactions with the nitrogen atom N4 and oxygen atom O2 of the neighbouring molecule of AMPH ( Fig. 2) The hydrazinic atom N4 is involved in two intermolecular H bonds with the atoms O1 ii and O1 iii of the two different neighbouring molecules (Table 1) .
Experimental 3-Amino-5-methyl-5-(4-pyridyl)hydantoin was synthesized by dissolving 5-methyl-5(4-pyridyl)hydantoin (1.91 g, 10 mmol) in 98% N 2 H 4 .H 2 O (5 cm 3 ) and refluxing the solution for 2 h. The reaction mixture was cooled to room temperature and water (15 cm 3 ) was added. The solution was placed in refrigerator for 24 h. The white product was filtered off, recrystallized from ethanol and dried at 373 K for 5 h. The isotropic thermal parameters of hydrogen atoms in the positions of which were calculated were estimated to be 1.2 or 1.5 times the values of the equivalent isotropic thermal parameters of the atoms to which H atoms were bonded. Fig. 1 . View of the molecule of AMPH with atom labeling scheme; the thermal ellipsoids are drawn at 50% probability level. Refinement. Refinement of F^2^ against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F^2^, conventional R-factors R are based on F, with F set to zero for negative F^2^. The threshold expression of F^2^ > σ(F^2^) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F^2^ are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 0.59104 (8) 0.59567 (7) 0.06315 (4) 0.0171 (2) 
